
Tutorial for working with
SEER, SEER*STAT, and 

Joinpoint Software



Tutorial Information

o This tutorial will cover many topics that relate 
to Surveillance, Epidemiology, and End 
Results Program (SEER) data and 
SEER*related software.

o SEER is a program of the National Cancer 
Institute which primarily provides information 
on cancer statistics, in an effort to reduce 
cancer burden on the U.S. population.

o SEER collects and maintains U.S. mortality 
data for all causes of death, not just cancer 
deaths.
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Tutorial Information

o SEER data is free to use but those who want 
to use it must get permission from SEER.

o This is accomplished through submitting a 
request on the SEER website and signing a 
data-use agreement. There is a detailed 
section in this tutorial that will walk you 
through this process step-by-step.
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Tutorial Information (cont.)
o There are many sections to this tutorial, and not 

all may be relevant to your needs. If you haven’t 
used SEER data or software before, you will want 
to start with these two:

o Getting Access to SEER

o Downloading SEER*Stat Software (the 
software used to query SEER data)

o Note: gaining initial access to SEER data may take 
at least a business day or two, so plan 
accordingly. Also, you may need to contact your IT 
department to be able to download SEER-related 
software (if you don’t have administrative rights 
on your computer), so keep that in mind as well.
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Tutorial Information (cont.)
o There are different ways to access SEER data. 

Most people will use their internet connection 
and password from SEER to access data 
through SEER*Stat. 

o You can download SEER data for off-line use 
if you may not have internet access and want 
to query SEER data, or you can download 
SEER data to use in SAS. If these situations 
are not relevant to you, feel free to skip those 
sections.

o There are many different examples regarding 
how to use SEER data (e.g. frequencies, 
incidence rates), and each will walk you 
through an example. Again, jump to the 
section that is of interest to you.

5GP IDeA-CTR BERD



Tutorial Contents
SEER Access/Download Topic Slide Numbers

Getting Access to SEER 7 - 17

Downloading SEER*Stat Software 18 - 28

Downloading SEER Binary Data to use in SEER*Stat while 
off-line (optional)

29 - 39

Downloading SEER ASCII Data to use in SAS (optional) 40 - 55

Downloading Joinpoint Software 179 - 184

SEER Query/Analysis Topic Slide Numbers

Incidence Count Data 56 - 76

Mortality Counts and Rates
1. Comparisons between states
2. Comparisons between races within a state

77 - 97
98 - 115

Age-Adjusted Incidence Rates
1. Example for table display
2. Modifying table to be able to use in Joinpoint

116 - 160
161 - 178

Joinpoint Example 185 - 191

6GP IDeA-CTR BERD



Getting Access to SEER



Getting Access to SEER 
Data
This section will instruct you on how to get 
access to SEER data, using the following steps:

• Submitting a data request

• Receiving a verification email 

• Sending a signed data use agreement

• Receiving a username and password

Once you receive your username and password, 
you will be able to download SEER data and 
SEER*Stat software.
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• Go to the SEER Data website here: 
https://seer.cancer.gov/data

• Select the underlined text “access 
these data”.
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On the next page, click “submit a 
request” under SEER Research Data 
Agreement.
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• Choose “Through my Internet 
Connection” as your access option. 

• Choose the appropriate option for 
the next question, and then click 
“Submit”.
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• Fill out and submit 
your info on this 
page.

• Click “Submit”.
• Check the email 

account you listed 
for a verification 
link!
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• Check your email for a 
link to verify your 
access request. 

• Click the link to take 
you to a website with 
the agreement form.

GP IDeA-CTR BERD 13



Click “agreement form”.
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• Print off this page, 
then sign and date it.

• Scan and email it to 
the email address 
listed at the bottom of 
the page, or fax it to 
the number shown at 
the bottom of the 
page
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Example of scanning and 
emailing the signed and 

dated agreement.
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• Wait for a response from SEER. 
• This will typically take 1-3 business days. 
• Their response will include a username 

and password.
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Downloading SEER*Stat 
software to query SEER 
data



Downloading SEER*Stat 
software to query SEER data

o SEER*Stat is a versatile tool for making 
queries of SEER data.

o It is particularly useful for easily calculating 
age-adjusted rates.

o Note: SEER*Stat is a Windows application and 
will not run on Mac OSX!
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Downloading SEER*Stat 
software to query SEER data 
(cont.)

o After downloading SEER*Stat you can 
instantly access SEER data by simply entering 
your username and password, given you have 
an internet connection. If you may not always 
have regular access to the internet, you may 
want to consider downloading the binary 
SEER data for off-line use in SEER*Stat (there 
is a section for doing this later in the tutorial, 
if needed).
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• To download SEER*Stat software, go the 
website: 
https://seer.cancer.gov/seerstat/software/

• Once there, click on the “SEER*Stat 
Installation” link.
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Click on the installation file 
labeled “ss8_3_4.exe”.
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• After clicking on the 
executable file, follow 
the prompts to 
download the software. 
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• Click on “Run” when the 
“Open File” window 
displays.

• The installation window will 
be displayed. Click through 
the steps in this window to 
complete installation.    At some institutions, you may 

need to contact IT or a system 
administrator to allow the 

download on your computer.  
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• After following the prompts to 
download the software, it 
should create a shortcut on your 
desktop. 

• Double-click on the desktop 
icon to open the software.
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• The next couple slides 
demonstrate how you will 
access SEER data using an 
internet connection.

• When you start a new 
session in SEER*Stat, you’ll 
go to “File”, “New”, and then 
choose a session. 

• As a demonstration, we’ll 
choose “Rate Session”
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• A login window may appear to 
connect you to the server. 

• Log in using the username and 
password given to you through 
an email from SEER.

• Click “OK”.
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• Messages will pop up.
• You may click on the link in the 

“Linked Database Selection” 
window to read more about 
that alert.

• Click “OK” for both the welcome 
and warning messages to 
continue.

• Now you may proceed with your 
query.
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Downloading binary SEER 
Data to use in 
SEER*Software while off-
line



Downloading SEER Data to 
use in SEER*Software while 
off-line
o This section will instruct you on how to 

download binary SEER data to be able to 
query the data in SEER*Stat while not 
connected to the internet.

o If you have an internet connection, you can 
instantly access SEER data by simply entering 
your username and password when you open 
SEER*Stat. If you have regular access to the 
internet, you may want to skip this section.
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• There are two types of SEER data for download:
• Binary (for use in off-line SEER*Stat)
• ASCII (for use in SAS) 

• To download the binary dataset to use off-line in SEER*Stat, 
go to https://seer.cancer.gov/data/options.html

• Click “Windows Executable” found in binary version option. 
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Entering the username 
and password you 

received from SEER via 
email and then click “OK”.
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Click “Save File”.
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• Wait for the file to 
download and open 
your downloads folder 
from your internet 
browser.

• Where you access 
your downloads will 
differ based on the 
internet browser you 
are using.
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• Click on the .exe file to download the binary dataset. 
• It will ask you where you want to unzip the file to 

store the data. 
• Specify the location and then click “Unzip”.
• That is the location where your binary SEER data will 

be stored on your computer.
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Setting up SEER*Stat to use 
downloaded binary data
o Open up your SEER*Stat software by double 

clicking on the SEER*Stat icon on your 
desktop.
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• Open SEER*Stat.
• To be able to utilize 

SEER*Stat software 
offline, you need to 
indicate where your 
binary SEER data files 
are stored on your 
computer. 

• Click on “Profile” at 
the top, then 
“Preferences”.
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• Uncheck the client 
server (unless you 
want to use SEER data 
from the internet, in 
which case you will 
need to provide your 
SEER username and 
password). 

• Next click “Add 
Local…”.
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• Locate the SEER 
Binary data folder you 
downloaded from the 
SEER website. 

• Select the “data” sub-
folder inside the 
“SEER_1973_2014_SE
ERSTAT” folder and 
click “OK”. 

• Then click “OK” to 
close the “Edit User 
Profile” window. 

• Now you may run 
analyses offline.
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Downloading ASCII 
SEER Data to use in 
SAS (and reading the 
file into SAS)



Downloading SEER Data to 
use in SAS 
o This section will instruct you on how to 

download SEER data to be able to use in SAS.

o Not many people will use this option, as 
SEER*Stat is the most user-friendly way to 
access SEER data and calculate age-adjusted 
rates.

o Note: this ASCII data cannot be used in 
SEER*Stat; for that, you need to download the 
binary data (which is covered in the previous 
section).
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• Go to: 
https://seer.cancer.gov/
data/options.html

• Click the zip link 
associated with the 
ASCII text version of the 
data.

• You will be prompted to 
enter the username and 
password SEER sent.
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After entering your username 
and password, wait for the 
zip file to download and open 
your downloads folder from 
your internet browser, or 
click “OK” if you get a similar 
pop-up window.
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• Extract the contents of 
the zipped folder by 
clicking the “Extract 
all” button. 

• This will prompt you 
for the location where 
you would like to save 
the contents.

GP IDeA-CTR BERD 44



• This is what the contents of 
the incidence extracted 
folder looks like. 

• Double click on the 
“seerdic” PDF, which is the 
documentation for this data.
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• This is an example of what is 
included in the documentation. 

• Here, it tells you specific 
information about a specific 
variable.
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Reading in SEER data 
using SAS
o Example: Read in colorectal cancer incidence 

data from the “yr2000_2014.ca_ky_lo_nj_ga” 
data folder downloaded from the SEER 
website.
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• The “read.seer.research.nov16” in the “incidence” folder 
is the SAS file you can use to read in the individual .txt 
data files. 

• The .txt files are contained in the four folders listed 
above. 

• Double click on the SAS file.
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• This is what the “read.seer.research.nov16” SAS file 
contains. 

• For this example, we will focus on the 
“yr2000_2014.ca_ky_lo_nj_ga” folder. 

• The first thing we need to do is point to the correct 
data file using the appropriate path. 

• We must change the purple text in the top line to 
indicate where the colorectal cancer text file from 
the “yr2000_2014.ca_ky_lo_nj_ga” folder is 
located, which we’ll do on the next slide.
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The easiest way to do this is to open the 
“yr2000_2014.ca_ky_lo_nj_ga” folder 
(which is contained in the “incidence” 
folder of the SEER ASCII data downloaded 
from the website), and then right click the 
path name at the top of the folder, and 
click “Copy address as text”.
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• This is what the path for my 
“yr2000_2014.ca_ky_lo_nj_ga” folder looks like. 

• Yours will likely differ depending on where you saved 
the SEER data on your computer. 

• Next we need to specify the specific .txt file we are 
interested in as part of the filename. 
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To specify the .txt file with data for colorectal 
cancers, I added the name of the .txt file with a 
backslash and the extension, “\COLRECT.txt”, to 
the end of the address for the 
“yr2000_2014.ca_ky_lo_nj_ga” folder. 
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• To create a SAS dataset, you will need to add “run;” to 
the bottom of the code provided by SEER. 

• Now you can highlight all of the SAS code in the file 
and run the program. 

• It will read in the colorectal text file and name the 
new dataset created from that text file “in”. 
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To see the first 10 observations in your dataset, type in the following code:

proc print data=in (obs=10); *display the first 10 

observations in your dataset;

run;
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• This is an example of what the data will look like. 
• The data has been de-identified, but gives you an 

idea what the data structure looks like. 
• From here, you can do many types of analyses 

using SAS software procedures.

GP IDeA-CTR BERD 55



Incidence Counts 
Example: Breast Cancer



Incidence Counts
o This section will instruct you on how to get incidence 

counts using SEER data

o For this example, we will show you to get access to breast 
cancer incidence counts using the 2016 SEER 18 registries 
data, with the following criteria:

o Exclude anyone under the age of 15 years old

o Display data by 5-year age categories

o Display data separately by race

o This example was done using downloaded binary SEER 
data for use in SEER*Stat. If you are using online data 
instead (i.e. entering your username and password), a 
couple of your screens and output may be slightly different 
from the tutorial.
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To determine case 
frequencies, click the 

pink-colored pound sign.
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• You will receive a warning 
about multiple sources. 

• Click the blue text to read 
more about this warning, 
then click “Ok”.
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• For SEER sessions, it’s best to work from left to right with 
the tabs. 

• Start by selecting a database from the “Data” tab which 
will determine what appears in the other tabs. 

• Click “Incidence – SEER 18 Regs Research Data…2016” to 
select it. 
• Note, if you’re using online access to SEER*Data, you 

will see more options to choose from.
• Next, click on the “Statistic” tab.
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In the “Statistic” tab, select 
“Frequencies” under “Statistics”, 

and “Column” under 
“Percentages”. When finished, 

click on the “Selection” tab.
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In the “Selection” tab, click 
the “Edit…” button to refine 

which cases you want to 
include in your query (i.e. 

inclusion/exclusion criteria).
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• You can use the list of variables to 
refine your case selection. 

• Since we only want breast cancer 
cases, we will start by clicking the 
“Site and Morphology” folder.
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• Click on the first item listed in the 
“Site and Morphology” folder called 
“Site recode ICD-O-3/WHO 2008”. 

• When you select this option, values 
unique to that option show up in the 
“Values” box.
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• Ensure that the “Operator” value “is = to” is selected. 
• In the “Values” box, find and select “Breast”. 
• In the “Selection Statement” box below, you will see that code was 

automatically generated to restrict sites to those with values of “Breast”. 
• FYI: if you had chosen “is not = to” in the “Operator” box, then your data 

would have all cancer cases that are not Breast cancer. 
• We will now add additional selection criteria by clicking on the “Age at 

Diagnosis” folder in the “Variable” box.
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• Click on “Age recode with <1 year olds”, 
use the operator “is = to” and select all 
of the age groups between and including 
15-19 and 85+ (click “15-19 years”, then 
hold down shift, then click “85+ years” 
to select all in the range). 

• Now click “Ok”.
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• You can see that our new selection 
criteria has been added to the text 
box. 

• The “Select Only” box has commonly 
requested selection criteria. 

• Let’s keep all of these selections 
checked. 

• Next, move to the “Table” tab.

GP IDeA-CTR BERD 67



• While the “Selection” tab selected 
cases, the “Table” tab organizes how 
your selected data will be displayed.

• Let’s say we want to see a cross 
tabulation of age and race for breast 
cancer cases. 

• We’ll have race for columns, and age 
groups for rows. 

• First, lets click on the “Race, Sex, Year 
Dx, Registry, County” folder to find 
race.
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Click on “Race recode (White, Black, 
Other)” and then click the “Column” 

button to add this variable as a column 
variable to our table.
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• Notice that “Race” has been added as a 
column in the “Display Variables” box. 

• Next, click “Age of Diagnosis”, then “Age 
recode with <1 year old” and then 
“Row”, to add age as a row variable.
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• Now the age variable has 
been added as a row in the 
“Display Variables” box. 

• Next, click the “Output” tab.
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Add a meaningful title for 
your table output, then click 
the lightning bolt button to 

generate the table.
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A warning may appear. I 
selected the slower process 

in case exclusion counts 
affect my output.
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• Notice there are a few rows with all zeros. 
• There are some cases for ages 10-14, but 

since we restricted cases to 15 years or 
older, they are zero in this table. 

• To remove rows with all zeros, click 
“Matrix”, then “Options…”.
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Check “Hide Zero Count Rows” 
and then click “Ok”.
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Mortality Counts and 
Rates
Example: Heart Disease 



Mortality Counts and Rates
o This section will instruct you on how to get counts and 

age-adjusted rates for mortality data.

o Mortality data is only available through SEER*Stat.

o For this example, we will look at heart diseases 
mortality counts and age-adjusted rates in three 
separate states, to be able to compare them:

o Nebraska

o North Dakota

o South Dakota

o These mortality examples were completed using on-line 
SEER data, so some screens and output may look 
different if you’re using downloaded binary SEER data.
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• Open SEER*Stat
• SEER*Stat will 

display a brief 
informational 
message.
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• To begin, click on 
“File”, “New”, and 
“Rate Session”.
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• A login window may appear to
connect you to the server. 

• Log in using the username and 
password given to you through 
email.  
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Click OK for both the welcome and 
warning messages to continue.
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The rate session begins by displaying a 
window with various tabs. 

• Go to the “Data” tab.  
• Scroll down and select the database 

titled “Mortality - All COD, Aggregated 
With County, Total U.S. (1990-2014) 
<Katrina/Rita Population 
Adjustment>”.  

Choosing which database will depend on 
what data you are looking for.  Some of 

the database options are explained at the 
website: 

https://seer.cancer.gov/data/seerstat/
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• Clicking on a database will display the 
warning messages about the data.

• Review and then click “OK” to both of 
these messages.
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• Go to the “Statistic” tab.
• Choose “Rates: Age-Adjusted” under 

the “Statistic” box.
• Choose “2000 US Std Population” 

under the “Parameters” box.
• Choose “Show Standard Errors and 

Confidence Intervals” under the 
“Parameters” box.

Using an age-adjusted rate adapts the 
crude rates to standard population age 

groups.  This allows us to accurately 
compare rates between populations that 

may not actually have the same age 
distribution.  
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• Go to the “Selection” tab.
• Click on “Edit” for the “Race, Sex, Year 

Dth, State, Registry.State” category.

A new window will be displayed. 

Note: the selection tab determines what data 
is used for the analysis. This is a good place to 
specify inclusion/exclusion criteria.
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• Click on the “Race, Sex, Year Dth, State, Registry.State” folder in the “Variable” 
window, and select “State”.

• Select “Nebraska” in the “Values” window. Once selected, the values will display in 
the “Selection Statement” box.

1 2

3
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• Return to the Selection tab.
• Click “Edit” for the “Other” category.
• Open the “Site and Morphology” folder 

in the “Variable” window.
• Choose “Cause of death recode”, and 

select “Diseases of Heart” in the 
“Values” window.

• Click “OK”.1

2 3

4
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• Go to the “Table” tab.
• Open the “Site and Morphology” folder.
• Select “Cause of death recode”.
• Click “Row”.

1
2
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• Go to the “Output” tab.
• Type “Nebraska Heart Disease 

Mortality” in the “Title” box.
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• Click on the lightning 
bolt icon in the toolbar.

Your table will then be 
displayed.  The table will 

show all site recode 
categories for mortality, but 

will show ^ for all values 
except those for diseases of 

heart, since that is the 
variable we chose in the 

“Selection” tab.
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We have produced the 
table for Nebraska, but 
we still need tables for 

South Dakota and North 
Dakota for comparison. 

• Go back to the same 
rate session window.

• Go to the “Selection” 
Tab.

• Click “Edit” for the 
“Race, Sex, Year Dth, 
State, Registry” 
category.

• Click on the text in the 
“Selection Statement” 
box.

• Choose “South 
Dakota” in the 
“Values” window.

• Click “OK”.

3

2

92GP IDeA-CTR BERD

1



• Go to the “Output” tab and make a new title 
to avoid confusing your tables!
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• Click the lightning bolt icon.
• Repeat the steps in the last two slides to create your North Dakota table.

Now we have mortality rates for Nebraska, South Dakota, and North 
Dakota, and can compare the rates between these states.  
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First, let’s compare Nebraska 
and North Dakota. 

Nebraska had a count of 
104,035 deaths from heart 

disease between 1990-2014; 
North Dakota had 40,961 

deaths.  This seems like a large 
difference until we notice the 

discrepancy in population size.  

Nebraska had a rate of 208.3 
deaths per 100,000.

North Dakota had a rate of 
202.1 deaths per 100,000.  

Nebraska had a slightly higher 
mortality rate due to heart 

disease between 1990-2014.   
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Nebraska has higher mortality 
counts than South Dakota. 

South Dakota has 209.8 deaths 
per 100,000 and Nebraska has 

208.3 deaths per 100,000.  
South Dakota has a slightly 
higher mortality rate due to 

heart disease than Nebraska.
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North Dakota has a lower count 
of heart disease deaths and a 

lower mortality rate than South 
Dakota for heart disease 

mortality. 

In our comparisons, South 
Dakota had the highest 

mortality rate, followed by 
Nebraska.  North Dakota had 
the lowest mortality rate of 

these states from 1990-2014.
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Mortality Counts and Rates 
(cont.)
o To provide another example, we will look at 

heart diseases mortality counts and age-
adjusted rates in different races within the 
same state, to be able to compare them:

o American Indians

o Whites

o Again, this mortality example was completed 
using on-line SEER data, so some screens 
and output may look different if you’re using 
downloaded binary SEER data.
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• Start a new rate session.
• Select “Mortality - All COD, 

Aggregated With County, Total 
U.S. (1990-2014) <Katrina/Rita 
Population Adjustment>”.
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• In the “Statistic” tab, choose an 
age-adjusted rate, standardized 
to the 2000 US Population, with 
standard errors and confidence 
intervals.

Using an age-adjusted rate adapts 
the crude rates to standard 

population age groups.  This allows 
us to accurately compare rates 

between populations that may not 
actually have the same age 

distribution.  
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• In the “Selection” 
tab, click “Edit” on 
the “Race, Sex, Year 
Dth, State, Registry”
category. 

• Open the folder 
titled “Race, Sex, 
Year Dth, State, 
Registry” in the 
“Variables” window.

• Select “State” in this 
folder.

• Select “South 
Dakota” in the 
“Values” window.

2

4

3

101GP IDeA-CTR BERD

1



1 2

3

102GP IDeA-CTR BERD

• Within the same “Variable” folder, click 
on “Race recode” .

• Choose “American Indian/Alaska 
Native”.

• Click “OK”.



• Click “Edit” in the 
“Other” category.

• Select “Cause of death 
recode” in the “Site and 
Morphology” folder.

• Select “Diseases of 
Heart” in the “Values” 
window.

• Click “OK”.
2

3

4
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• Go to the Table tab.
• Choose “Cause of death recode” as the 

row variable.
• Choose “Race recode” as the column 

variable.
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• Go to the “Output” tab.
• Give the table the title “South Dakota Heart 

Disease Mortality American Indians/Alaska 
Natives”.
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• Click the lightning bolt icon to produce 
the table.
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• Return to the “Selection” 
tab in the same rate 
session window.  

• Click “Edit” for the “Race, 
Sex, Year Dth, State, 
Registry” category.

• Click the “AND {Race, 
Sex,…” option in the 
Selection Statement box

• Select “White” in the 
“Values” window.

• Rename the table in the 
“Output” tab.

• Click the lightning bolt icon 
to produce the second 
table.

2

3

4
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With both tables produced, we can 
now compare heart disease mortality 

between American Indians/Alaska 
Natives and whites in South Dakota.

American Indians/Alaska Natives 
have a lower count of heart disease 

compared to whites in South Dakota.  
However, when we look at the 

mortality rate per 100,000 
population, we see that the heart 

disease mortality rate for American 
Indians/Alaska Natives is 324.3 

deaths per 100,000, compared to the 
lower 205.0 deaths per 100,000 for 
whites for the period of 1990-2014.
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What if we want to compare age-
adjusted mortality for two races in 
the same table?

• Start a new rate session.
• Select “Mortality - All COD, 

Aggregated With County, Total 
U.S. (1990-2014) <Katrina/Rita 
Population Adjustment>”.

• In the “Statistic” tab, choose an 
age-adjusted rate, standardized 
to the 2000 US Population, with 
standard errors and confidence 
intervals.

We will start by selecting 
the same population in 
the “Data” tab, and 
following the same steps 
as before for the 
“Statistic” tab. 
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• In the “Selection” 
tab, click “Edit” on 
the “Race, Sex, Year 
Dth, State, Registry”
category. 

• Open the folder 
titled “Race, Sex, 
Year Dth, State, 
Registry” in the 
“Variables” window.

• Select “State” in this 
folder.

• Select “South 
Dakota” in the 
“Values” window
and click “OK”.

1

3

4

110GP IDeA-CTR BERD

2



• Click “Edit” in the 
“Other” category.

• Select “Cause of 
death recode” in 
the “Site and 
Morphology” 
folder.

• Select “Diseases of 
Heart” in the 
“Values” window 
and click “OK”.

2
3

4
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You may notice that we did not select the 
races that we want to compare to our 
“Race, Sex, Year Dth, State, Cnty, Reg” 
category.  This will allow us to keep all 

races in the same table.
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• Go to the Table tab.
• Choose “Cause of death recode” as the 

row variable.
• Choose “Race recode” as the column 

variable.
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• Go to the “Output” tab.
• Give the table the title “South Dakota Heart 

Disease Mortality American Indians/Alaska 
Natives Table 2”.
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• Click the lightning bolt icon to produce the 
table.

All races with data for heart disease mortality in 
South Dakota are now displayed in the same table.  
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Finding Age-Adjusted 
Incidence Rates
Example: Breast Cancer



Age-Adjusted Incidence 
Rates
o This section will instruct you on how to get age-adjusted incidence 

rates using SEER data

o For this example, we will show you to get access to breast cancer 
incidence counts using the SEER 9 registries data, with the following 
criteria:

o Only include females

o Exclude ‘In Situ’ cases

o Display data by custom age categories

o < 50 years or 50+ years

o Display data separately by race

o Show data by year (2000 – 2014)

o This example was done using downloaded binary SEER data for use 
in SEER*Stat. If you are using online data instead (i.e. entering your 
username and password), a couple of your screens and output may 
be slightly different from the tutorial.
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For this example, the table of age-adjusted 
incidents rates we will generate is very 

similar to this table from the following SEER 
website: 

https://seer.cancer.gov/csr/1975_2014/bro
wse_csr.php?sectionSEL=4&pageSEL=sect_0

4_table.08.html#a
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Click on the sigma button to 
calculate a rate.
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• Choose the appropriate dataset. 
• To match the output on the 

website, we’ll choose the SEER 9 
dataset, and verify that the “Age 
Variable” is set to “Age recode 
with < 1 year olds”. 

• Next, click the “Statistic” tab.
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• For age-adjusted incidence 
rates, make sure “Rates 
(Age-Adjusted)” is selected. 

• Also, we’ll use the “2000 US 
standard population”, and 
“Age recode with < 1 year 
olds”.
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• Check “Show Standard 
Errors and Confidence 
Intervals”, and make 
sure “Use Tiwari et al., 
2006 modification for 
CIs” is checked 
(default). 

• Then click on the 
Selection tab.
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• For selection criteria, we can restrict which cases we 
want to use for our calculations. 

• Start from the top box and move down. 
• We plan to use all ages, so we won’t use the first box. 
• For the second box, we can restrict the calculations to 

only include females. 
• To do this, click the “Edit…” button for the second box.
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• In the “Variable” box, open the 
“Race, Sex, Year Dx, Registry, 
County” folder, and select “Sex”. 

• Ensure the “Operator” value is 
set to “is = to”, and then select 
“Female” in the “Values” box. 

• Then click “OK”.
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• Our selection criteria for sex has been set. 
• Now, let’s limit cases to breast cancer cases only, and only 

those that are malignant (i.e. exclude ‘in situ’ cases). 
• Click the “Edit…” button for the bottom box.
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In the “Variable” box, open the “Site and 
Morphology” folder, and select “Site recode ICD-
O-3/WHO 2008”. Ensure the “Operator” value is 
set to “is = to”, and then select “Breast” in the 

“Values” box. Don’t hit “OK” quite yet – we have 
another criteria to enter.
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• In the “Variable” box, open the “Stage – LRD (Summary 
and Historic)” folder, and select “Summary stage 2000 
(1998+)”. 

• Ensure the “Operator” value is set to “is not = to”, and 
then select “In situ” in the “Values” box. 
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• This will exclude any 
in situ cases from 
our calculations, so 
we can focus on 
invasive cases only.

• Click “OK”.
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All of our selection criteria has been set 
so we can move to the “Table” tab.
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• As is displayed on the SEER website, 
we would like to have race and age 
as columns, and years as rows. 

• To start, select the “Race, Sex, Year 
Dx, Registry, County” folder in the 
“Available Variables” box.
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• Double click on “Race recode 
(White, Black, Other)” to 
customize its grouping. 

• We only want three categories: 
• White
• Black
• All
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Click on “Race recode (White, Black, 
Other)” and then click the “Create…” 

button.
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Rename this variable “Race recode 
(White, Black, All)” in the Name box.
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Select all the race groupings, 
except “All races” in the 

Groupings box and then click the 
“Delete” button.
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Select “White” and “Black” in 
the Values box and then click 

“Add…”.
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Select “Added as separate 
groupings (one for each value)” 

and then click “OK”.
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Note that a White and a Black 
category were added to the 
Groupings box. Click “OK”.
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• Note that our new variable 
definition appears in a folder 
called “User-Defined”. 

• Click “Close”.
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• Find your new race variable in 
the Available Variables box. 

• It will be in the “User-
Defined” folder. 

• Click on the “Race recode 
(White, Black, All)” and then 
click “Column” to add this 
variable as a new column 
variable for our output table.
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• Notice that Race was added as a 
column variable in the Display 
Variables box. 

• Next, we’ll want to add our age 
variable. 

• As on the SEER website table 
we’re modeling this exercise off 
of, we want to display age in three 
groups: 
• All ages
• < 50 years
• 50+ years

• To do this, we’ll have to create a 
new variable grouping. 

• Double click on the “Age recode 
with <1 year olds” in the “Age at 
Diagnosis” folder.
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Make sure “Age recode with <1 year 
olds” is selected and then click 

“Create…”.
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• Rename this new variable 
“Age (50 split)”. 

• Highlight all of the values 
in the “Groupings” box, 
and then click “Delete”.
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• Next, highlight all of the values in the 
“Values” box, except for the 
“Unknown” value. 

• Then click the “Add…” button. 
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• When prompted, select “Added as 
one grouping”, since we want all 
ages to be a single group. 

• Click “Ok”.
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• By default, the software 
names this grouping the name 
of the first value category. 

• Since this group includes all 
ages (not just 00 years), 
rename the new group in the 
Groupings box “All ages”. 

• If the name is not editable, 
click it once to highlight it, 
then click again to type.
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• Next, we want to add a new 
grouping that contains all 
ages less than 50 years old. 

• Select all values between and 
including “00 years” and “45-
49 years” in the Values box. 

• Click “Add”.
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As with the previous group creation, select 
“Added as one grouping” and click “Ok”.
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Change the new grouping name from 
“00 years” (default) to “< 50 years”.
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• Follow the previous steps 
once more, selecting “50-
54 years” to “85+ years” 
(exclude the Unknown 
group). 

• Click “Add…”, select 
“Added as one grouping”, 
click “Ok”

• Change the name for this 
grouping from “50-54 
years” (default) to “50+ 
years”. 

• Once you’re finished, click 
“OK”.
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Click “Close”.
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• Find the “User-Defined” 
folder in the “Available 
Variables” box. 

• Find and select your 
newly defined variable 
grouping “Age (50 split)” 
and click the “Column” 
button.
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• Notice that our new, user-defined 
age variable was added as a 
column variable in the top box. 

• Next we’ll add year of diagnosis as 
a row variable, but we want to 
redefine it so it only includes 
years of interest (i.e. 2000 –
2014). 

• Within the “Race, Sex, Year Dx, 
Registry, County” folder,  double 
click “Year of diagnosis”.
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Double click on “Year of 
diagnosis” in the 

Dictionary pop-up.
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• Select all years prior to 
1999 in the Groupings box, 
including the first category 
listed (i.e. “1973-2014”). 

• Then click “Delete” to 
exclude these earlier years 
from the output table.
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• Rename the “Name” of 
the variable to “Year of 
diagnosis (2000+)”. 

• Verify that the only 
years you have left in 
the “Groupings” box 
are 2000 to 2014. 

• Then click “OK”.
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• Notice that your new 
variable definition 
has been added to 
the dictionary. 

• Then click “Close”.

GP IDeA-CTR BERD 155

2

1



• To find the new year of 
diagnosis variable we just 
created, scroll down to the 
“User-Defined” folder in the 
Available Variables box, click 
it, and then select “Year of 
diagnosis (2000+)”. 

• Then click “Row”.
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Notice that your row criteria now contains your user-defined variable. FYI: If 
you restrict year of diagnosis in the Selection tab, the restricted years will 
still display as rows on your results table, but there won’t be any content 

listed in the table for those years. By restricting year of diagnosis in the Table 
tab, we control what is actually displayed in the table.

Next: Click the Output tab.
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Add a meaningful title for 
your table output, then click 
the lightning bolt button to 

generate the table.
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• A warning comes up 
regarding the stage 
variable we used to 
exclude in situ cases. 

• Click the blue text to 
read what this warning 
refers to. 

• Then click “OK”.
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Check out the similarities of the 
rates in this table to the one 

found here (note that the online 
table doesn’t have confidence 
intervals or standard errors): 

https://seer.cancer.gov/csr/197
5_2014/browse_csr.php?section
SEL=4&pageSEL=sect_04_table.

08.html#aKeep this session open if you 
would like to practice 

formatting and exporting tables 
for use with Joinpoint software.
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Reformatting Incidence 
Output and Exporting Files 
for Use in Joinpoint

o To run an example in Joinpoint, we will use 
the data from the previous age-adjusted 
incidence rate session from this tutorial. 

o While the table in the previous example is 
straightforward and easy to read, it cannot be 
used in Joinpoint software. Therefore, we will 
restructure the table so that we can use it.
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Close out of the Matrix table.

To be able to utilize this output 
in Joinpoint software to be able 
to assess trends over time, we 
need to slightly restructure the 

table.
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Click on the Table tab.
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Click on the “Year of diagnosis 
(2000+)” in the Display Variables box 
and then click the “Remove” button.

In general, we will need all variables listed as Row variables, but the year 
of diagnosis variable should be listed last. For details on table 

construction for use in Joinpoint, check out this website: 
https://surveillance.cancer.gov/help/joinpoint/setting-parameters/input-
file-tab/input-data-file/using-seer-stat-to-create-joinpoint-input-data-files
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Click on the “Race recode (White, 
Black, All)” in the Display Variables 
box and then click the “Remove” 

button.
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Click on the “Age (50 split)” in the 
Display Variables box and then click 

the “Remove” button.

GP IDeA-CTR BERD 166

2

1



Click on the “Race recode (White, 
Black, All)” in the Available Variables 
box and then click the “Row” button.
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Click on the “Age (50 split)” in the 
Available Variables box and then 

click the “Row” button.
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Finally, click on the “Year of 
diagnosis (2000+)” in the Available 

Variables box and then click the 
“Row” button.
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Click on the Output tab.
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Modify the table title if you 
would like, then hit the lightning 

bolt button and click “OK” on 
the warning pop-up.
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Notice the new layout of the table. 
All of our variables of interest are 
in the Rows. This is the structure 
your data needs to be in to use it 

for Joinpoint analysis.
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To export this table to be 
able to use in Joinpoint

software, go to “Matrix” at 
the top of the page, then 

“Export”, and then “Results 
as Text File…”.
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• You will need to save two 
separate files: a data file 
and a dictionary file. 

• Click the top “Browse…” 
button to locate a folder 
on your computer where 
you will save the data 
file.
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Give the file a descriptive 
name and then click “Save”.
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Next, you’ll save the 
dictionary file. Click the 

second “Browse…” button.
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• Save the dictionary file in 
the same folder as the 
data file you just saved. 

• Incorporate the word 
“dictionary” in the 
descriptive name and 
then click “Save”.
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• Be sure to check 
“Remove Flags 
(Footnote), Prefix and 
Suffix Characters”. 

• If you don’t select this 
option, your file won’t 
work in Joinpoint
software. 

• The click “Ok”.
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Downloading Joinpoint
Software



Go to the following website to 
download Joinpoint software 

from the National Cancer 
Institute: 

https://surveillance.cancer.gov
/joinpoint/download
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Fill out the form on that 
same screen and wait for 

an email confirmation 
with a link to download 

the software.
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Click on the download 
link in your email.
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• After clicking on the 
executable file, follow 
the prompts to 
download the software. 

• You may need to 
contact your IT 
department to get the 
administrative rights to 
download executable 
files.

When the download has 
completed, you should 

have a Joinpoint shortcut 
on your desktop.
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Using Joinpoint
software to detect 
significant changes in 
temporal trends
Example: Breast Cancer Age-Adjusted Incidence Rates



Using Joinpoint
o The primary objective of this tutorial is showing you 

how to import SEER*Stat results into Joinpoint and 
then run a session. 

o There are many nuances and options within this 
software, and we encourage you to check out more 
information about Joinpoint here: 

o https://surveillance.cancer.gov/joinpoint/exampl
e.html

o https://surveillance.cancer.gov/joinpoint/faq/

o For this example, we will be importing the breast 
cancer age-standardized rates from the previous 
tutorial sections.
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Double click the Joinpoint
icon on your desktop to 

open the software.
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To start a new session, go 
to File and then “New 

Session…”
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• Locate the data and 
dictionary files you 
saved from your 
SEER*Stat session. 

• Only select the 
dictionary file and 
then click “Open”.
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For the purposes of this exercise, we will use the default settings. Note that 
because we imported the data and dictionary from SEER*Stat, the Joinpoint

software automatically detected Run Type, Type of Variable, Age-Adjusted Rate, 
Standard Error, and Independent/By Variables. If you imported your own data, 

you would have to manually specify these.

Click the lightning bolt button to run the session.
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The software generated a Joinpoint regression for each combination of the 
By variables. Here, we are seeing the trend for all races and ages. You may 

click through the other combinations on the side panel to see other 
Joinpoint regressions. For additional resources on what Joinpoint software 

does, please see this website: 
https://surveillance.cancer.gov/help/joinpoint/tech-help/frequently-asked-

questions

GP IDeA-CTR BERD 191

https://surveillance.cancer.gov/help/joinpoint/tech-help/frequently-asked-questions


Contact Information

If you have any questions related to the content of 
this presentation, or have noticed that this 
presentation needs to be updated due to changes 
with SEER data or software, please contact Kaeli 
Samson at kksamson@unmc.edu.
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